Status of the human malformation map: 2007.
Paralleling the advances in the identification of disease-causing genes in most human disease categories, the progress in mapping and gene identification of human congenital malformations and syndromes is considerable. In this review we display the loci currently known for malformations and tabulate the cloned genes as of summer 2007. Currently 73% of the conditions cataloged in the 6th edition of Smith's Recognizable Patterns of Human Malformation [Jones KL, 2006] have had their respective gene or locus identified. This recent progress makes an updating of the human malformation map timely and informative.